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Robust benchmark tools to 
evaluate methods

Efficient knowledge transfer 
between scientists and clinicians
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Benchmark omic datasets Application of existing and 
novel methods

Selection of the best 
methods

web app

Benchmark bioinformatic platform



COMETH user friendly web interface
Aim: Choose and apply computational 

methods

COMETH Data Challenge interface (for data 
scientists)

Aim: Benchmark new computational methods

COMETH shiny app
Aim: Visualise the results
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11 countries Professional category

Clinicians

Academic researchers
(Bioinfo / Bio)

Industry

Students



Teams TeamsMedical Group 
Computational 
Group 

Trainers Trainers





9:00-12:00 am LECTURE

9:00-9:30 am Introduction
9:30-10:30am Clinical point of view
virtual coffee Break
11:00-12:00 am Bioinformatician point of view

2:00 -3:15 pm LECTURE
2:00-3:00 pm Data pre-processing 

        (normalization, transformation…)
3:00-3:15 pm How do I contribute?

3:15 -5:00 pm Practical work

Lunch Break

Presentation of the user- 
friendly COMETH web app

Presentation of Codabench
First basic submission

Medical contributors Computational contributors

10:00 -12:00 pm Practical work

Using COMETH web app on 
real datasets: small projects

Submit novel computational 
methods on codabench

Medical contributors Computational contributors

4:45-5:00 pm Debriefing

9:00 -10:00 pm LECTURE
9:00-10:00 pm Visualization and interpretation

Lunch 
Break

4:45 -5:00 pm CONCLUSION

2:00-4:00 pm Practical work

Medical & Computational contributors
2:30-4.00 pm Focus on biological interpretation

4:00-4:45 pm PRESENTATIONS
2:00-2:45 pm Results presentation & discussion 

DAY1 DAY2

2:00-2:30 pm Debriefing with slides from teams 



Discord

DAY1: 
https://univ-grenoble-alpes-fr.zoom.us/meeting/register/tJAscOyvrzktH9Mh_qA1U
I-EHGZN7mxu1rZa

DAY2: 
https://univ-grenoble-alpes-fr.zoom.us/meeting/register/tJIkduiopzsjGtG_ovpiua3
R6MCZbiGFXKyG

https://discord.com/invite/ZPxszeQxnT

Go on our website to retrieve the links: https://cancer-heterogeneity.github.io/cometh_training.html



9:00-12:00 am LECTURE

9:00-9:30 am Introduction
9:30-10:30am Clinical point of view
Break
11:00-12:00 am Bioinformatician point of view

2:00 -3:15 pm LECTURE
2:00-3:00 pm Data pre-processing 

        (normalization, transformation…)
3:00-3:15 pm How do I contribute?

3:15 -5:00 pm Practical work

Lunch Break

Presentation of the user- 
friendly COMETH web app

Presentation of Codabench
First basic submission

Medical contributors Computational contributors

4:45-5:00 pm Debriefing

DAY1

 plenary sessions

VISIO TOOLS

Medical Computational

Introduction to the cometh app

Explore cometh using provided 
Datasets

3:15 - 3:30 pm 

3:30 - 4:45 pm 

4:45 - 5:00 pm 

Debriefing

Basic submission

3:30 - 4:45 pm 

4:45 - 5:00 pm 

Debriefing

Presentation of Codabench

3:15 - 3:30 pm 
Breakroom

Breakroom

Breakroom

Breakroom



10:00 -12:00 pm Practical work

Using COMETH web app on 
real datasets: small projects

Submit novel computational 
methods on codabench

Medical contributors Computational contributors

9:00 -10:00 pm LECTURE
9:00-10:00 pm Visualization and interpretation

Lunch Break

4:45 -5:00 pm CONCLUSION

2:00-4:00 pm Practical work

Medical & Computational contributors
2:30-4.00 pm Focus on biological interpretation

4:00-4:45 pm PRESENTATIONS
2:00-2:45 pm Results presentation & discussion 

DAY2

2:00-2:30 pm First debriefing (slides from teams )

 plenary sessions

Breakroom

Medical Computational

Explore cBioPortal

Small projects in teams

10:00 - 10:15 pm 

10:00 - 12:00 pm 

2:00 - 2:30 pm 

Debriefing: each team 5 min 
presentation

Submit novel computational 
methods on Codabench  in 
teams

10:00 - 12:00 pm 

2:00 - 2:30 pm 

Debriefing: each team 5 min 
presentation

Focus on biological interpretation in teams (#4)

2:30 - 4:00 pm 

+ each team prepare 5 min presentation for 
the plenary session

2:30 - 4:00 pm 

Breakroom Breakroom



Discord https://discord.com/invite/ZPxszeQxnT

Contact us on the discord chat 




